Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.029; wR factor = 0.085; data-to-parameter ratio = 17.9.
In the title compound, [Co(C 6 H 3 ClNO 2 ) 2 (H 2 O) 4 ]Á4H 2 O, the Co II cation is located on an inversion center and is coordinated by four water molecules and two 6-chloropyridine-3-carboxylate anions in a slightly distorted octahedral geometry. In the crystal, complex molecules and lattice water molecules are linked by O-HÁ Á ÁO and O-HÁ Á ÁN hydrogen bonds into a three-dimensional network.
Related literature
For background and related structures, see : Long et al. (2007) ; Li et al. (2006) .
Experimental
Crystal data [Co(C 6 
Data collection
Rigaku R-AXIS RAPID diffractometer Absorption correction: multi-scan (ABSCOR; Higashi, 1995 Table 1 Hydrogen-bond geometry (Å , ). 
Experimental
All commercially obtained reagent grade chemicals were used without further purication. A mixture of cobalt acetate tetrahydrate (0.4062 g) and 6-chloronicotinic acid (0.1310 g) were added into 20 ml water with 8 drops of 0.1 mol/L sodium hydroxide solution, and then stirred for 30 min. Finally, 5 ml 95% ethanol carefully layered above-mentioned solution in glass tube. After 1 day large pink platelet of the title compound suitable for X-ray diffraction were obtained.
Refinement
H atoms bonded to C atoms were introduced in calculated positions and refined using a riding model [C-H = 0.93 Å and U iso (H) = 1.2U eq (C) for aromatic H atoms. H atoms belonging to water molecules were found in difference Fourier map and refined isotropically.
Computing details
Data collection: RAPID-AUTO (Rigaku, 1998 ); cell refinement: RAPID-AUTO (Rigaku, 1998) ; data reduction:
CrystalStructure (Rigaku/MSC, 2004 ); program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008 The molecular structure of the title complex, with 50% probability displacement ellipsoids for non-H atoms. [Symmetry 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. Symmetry codes: (ii) −x+1, −y+1, −z+1; (iii) −x+1, −y+1, −z; (iv) −x+2, −y, −z+1.
